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2
1.95
1.9
1.85 "
1n 10

Save and open



Copy chromatogram

o} Default - Data Analysis - 4a X
Home i Chromatograms
% isi etpoints  Injection List Peak Details MS Spectrum
ﬂ:l « X ti Injection Results e Table
print View _
Al  PDFw t atogrs Method t Procassing Method  Peak Explorer Sample Purity Results
Injections Methods. Processing Reports. Windows.
Data Processing « | Processing Method X MS Spectrum X
= AL | AL | A
_ OpenAccess £ | msluv
{5 bySequence - P @\ \& E E M 0@ 00Y
4 General Spectrum, MS1Front Scan El (rt: 17.473-17.570 min, 13 scans) Subtract (rt: 17.473,17.570 min
4 R 20181123 081608 bromert Single m/z expansion chromatograms pM - ! ) ! )
K- test03 - test03.dx J1 foperes Asymmetric (m/z] 030+ 070 - Ao
Signals £
K test04- test0d.dx * JI- ) g 2 85.05 MJ.L .
Chromatograms 4 Extraction EIC extraction retention time window for target compounds g
MS1Front TIC SCAN E1* Chromatogram Absolute RT window {min) 2w
[] Extracted Chromatograms ® Spectrum 000 é
N Relative RT window (%)
D MS1Front EIC(40.7-41.7) EI x 4 Integration Events Chemstation 0o 0 ‘ 276.06 31761 357.35 40476 460.75 50489 57566 625.54 667.74 726.39
[] Extracted Spectra x coondore % 7 ) 5 350 375 400 425 450 475 750
MS1Front Scan El (rt: 17.473-17.570 min, 13 scz X mz
MS1Front Scan EI (- 17.749-17.846 min, 13 sca X Advanced Specirum, MS1Front Sean Bl (it nin, 135cans) Subtract (rt 17,749, 17848 min)
Manual Integration 304
4 Compounds £ » 3501 l”
Identification 5 L.
E
Calibration H
2
Spectra B 123.11
4 System Suitability i 13'5. 84 207.01 27832 32453 367.05 41247 46124 51652  578.35 619.17 660.75  715.13
Properties . 25 150 175 200 225 250 275 300 325 350 525 550 575 600 625 6 5 750
Chromatograms X

Qe i ﬁ‘,\“ wh L& B @) Display mode |Separate | £33

Auto scale chromatograms  uN El | test04.dx

Context menu — copy... (pase to Word or PowerPoint)
4 Signals % >
4 Methods . P WWWWMM
— — 10 uwmw M»Wﬁ MM gl Ll l | MWW"MM Mm
) Ty MWW WWWWMWWW

Data Processing

315 32 32.5 33 335 34 345 35 355 38

520 205 21 215 22 22523 235 24245
Retention time [min]

95 10 105 11 11.5 12 12.5 13 13.5 14 145 15 155 18 165 17 17.5 18 18

@

Current user: admin Connected




. 1 Reprocess and save data before reporting
Reporting

and refresh preview

Default - Data Analysis ?

Reporting « Report Preview w
4 Save.report as... wr sy B

Report
4 1t 20181123 081608 {

) - VigwReporm
= ReportingType [Minimum Area % =] MinimumvalueToBe Reponzd [ACO
1est03 - test03.dx

B test04 - test04.dx

2 Data file: test03.dx "
Sequence Name: 20181123 081608 Project Name: Default
Sample name: test03 Operator : admin
Instrument: GCMS Acquired on: 2018-11-23 08:17:35+01:00
Inj. volume: 1.000 Location: 101
Acg. method: AS_M_high-C_high.amx Type: Sample
Processing method: *OpenAccess.pix Sample amount: 0.00

3
“hoose report temp

4 Report Templates

MS1Front TIC SCAN EI

()

C\CDSProjects\Default\Report Templates -
[B Acquisition_Method_Report.rdI -~
[B audit_Trails_Report.rd|

[H calibration.rdi

[B ePm_Long.rdl

[B epm_short.rdl

[H extendedperformance.rd
GCMS_Unknown_Analysis.fdl

B GCMS_Unknown_Analysis_Long.rdl

[B 1sTowithGroups.rdl

[B LcMs_samplepurity_Long.rdl

[B Lcms_samplePurity_Short.rdl

[B Method.rdl

S 6 7 B b 10 11 12 13 14 15 16 17 18 10 20 21 22 23 24 25 256 27 28 20 30 31 32 33 34 35 36 I7 3B
Time [min]

Identified peaks from method library

No compound from the identification list had been identified in this analysis

Most abundant unknown peaks library search (peak area at least 15 %)

Retention Time : 16.918 min
[E ms_tibrarysearch.rdl
[E Ms_LibrarySearch_CrossPeak.rd| Signal Name Height Area Height % Area %
[H ws_Librarysearch_Long.rdl - NE‘ISWM TIC SCAN 3470 5427 19 17
Data Selection
Data Processing 2
(> Reporting. > Library Search Results : .
CurrentOEer admin o

Connected




Useful rep
ayouts

or

Home

Report Editor

Reporting

4 Injection

4 E-VW20190201 154827
K- EtAc_MS - Etac-r00l.dx
- EtAc_MS - Etac-r002.dx
- EtAc_spina - Etac spina.dx

4 - VV20190211 123131tol
B 3-Vzorek 03.dx
E- 2-Vzorek 02.dx
B 1-Vzorek 01.dx

4 Report Templates

[H Gcms_unknown_analysis_Long.
[B 1sTOWithGroups.rdl

B LCMS_SamplePurity_Long.rdl
[H Lems_samplepurity_short.rdl
[H method.rdl

[H ms_Librarysearch.rdl
[B ms_LibrarySearch_CrossPeak.r
[H ms_Librarysearch_Long.rdl
[H ms_Librarysearch_Short.rdl
B MS_Quantitative_Long.rdl
[H ms_auantitative_short.rdl
[H ms_samplepurity.rd|

[H MormPercent.rdl

[B performance+Noise.rdl

[B qualitative_Long.rdl

[H qualitative nBiggestPeaks.rd|

Data Selection
Data Processing

- Reporting

CA\CDSProjects\Default\Report Templates
[B extendedPerformance.rd
[H Goms_unknown_Analysis.rdl

rdl

3

dl

/

«

Current user: SYSTEM




For more information contact
Viadimir Vrkoslav

* A.1.85; Tel . 347

* You can get OpenlLAB on your computer.
* Back up your data on your computer.
* Write down the sample(s) in the sample book!



